
LOCUS       JQ065723                 783 bp    DNA     linear   MAM 20-MAR-2012 
DEFINITION  Gazella cuvieri haplotype 2 D-loop, partial sequence; 
            mitochondrial. 
ACCESSION   JQ065723 
VERSION     JQ065723.1  GI:380448348 
KEYWORDS    . 
SOURCE      mitochondrion Gazella cuvieri (Cuvier's gazelle) 
  ORGANISM  Gazella cuvieri 
            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
            Mammalia; Eutheria; Laurasiatheria; Cetartiodactyla; Ruminantia; 
            Pecora; Bovidae; Antilopinae; Gazella. 
REFERENCE   1  (bases 1 to 783) 
  AUTHORS   Salinas,M., Carranza,J., Moreno,E. and Espeso,G. 
  TITLE     Genetic structure of the captive population of Nanger dama mhorr 
            and Gazella cuvieri at La Hoya Field Station (EEZA-CSIC) 
  JOURNAL   Unpublished 
REFERENCE   2  (bases 1 to 783) 
  AUTHORS   Salinas,M., Carranza,J., Moreno,E. and Espeso,G. 
  TITLE     Direct Submission 
  JOURNAL   Submitted (22-NOV-2011) Game and Fish Research Center (CRCP), 
            Universidad de Cordoba, Colonia San Jose, Crta N-IV, Km 396, 
            Cordoba 14071, Spain 
FEATURES             Location/Qualifiers 
     source          1..783 
                     /organism="Gazella cuvieri" 
                     /organelle="mitochondrion" 
                     /mol_type="genomic DNA" 
                     /db_xref="taxon:69301" 
                     /haplotype="2" 
     D-loop          <1..>783 
ORIGIN       
        1 tatagctcca taaacgcgaa gaacaatatc agcattaaat ttgccaatac ttttaaaaat 
       61 taatacaagc ctaccacttt aaagccttat aaaacattta cacaataacc taagacaccc 
      121 cttaggggaa cattgtatta atgtattaaa gacatgatat gtatatagta cattaaatga 
      181 ttgtccacat gcatataagc aagtacatga acacttaatg tacactggac ataacatgtc 
      241 cgaaatgcat taacataatc tgacctctac atacccaaac agggacagta tatttattag 
      301 cagtatataa cacattaagt gcttaaacgt acatggcaca tttaagtcaa aaaagtcctc 
      361 gtcaacatgc gtatcctgtc ccttagatca cgagcttaat caccatgccg cgtgaaacca 
      421 gcaacccgct tggcaaggat ccgtcttctt gtcttgcgcc catgaatcgt gggggtagct 
      481 ataaattgaa ctttaagaga catctggttc tttcttcagg gccatctcac ctaaaatcgc 
      541 ccactctttc cccttaaata agacatctcg atggactaat gactaatcag cccatgctca 
      601 cacataactg tgctgtcata catttggtat ttttttattt tgggggttgc ttggactcag 
      661 ctatggccgt caaaggcccc gacccggagc ataaattgta gctggactta actgcatctt 
      721 gagcaccagc ataatggtag gcacgagcat catagttaat ggaacaacaa atgttacagt 
      781 caa 
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